N) tree generated by a cgMLST analysis (based on 1548 loci)

sl Lactobacillus acidophilus DSM 20079 (GCA_003047065.1)
l%{;Lactobacillus acidophilus CIRM-BIA 904 (GCA_025194725.1)
Lactobacillus acidophilus s-4 (GCA_013867555.1)
Lactobacillus acidophilus QAULAN51 (GCA_022509485.1)
=Lactobacillus acidophilus W626 (GCA_030369715.1)
=Lactobacillus acidophilus BCRC 16092 (GCA_017009575.1)
=Lactobacillus acidophilus CIRM-BIA 1674 (GCA_025194685.1)
822 actobacillus acidophilus PB2021-BA04 (GCA_023093425.1)
“Lactobacillus acidophilus ATCC 4356 (GCA_000786395.1)
=-Lactobacillus acidophilus DSM 20079 (GCA 001433895.1)
228, actobacillus acidophilus CIP 76.13 (GCA_000469705.1)

28| actobacillus acidophilus SBS-CC-2136 (GCA_046940125.1)
“Lactobacillus acidophilus CIRM-BIA 448 (GCA_025194905.1)
=Lactobacillus acidophilus CUL21B (GCA_025495965.1)
Lactobacillus acidophilus BCRC 14065 (GCA 017009515.1)
Lactobacillus acidophilus CIRM-BIA 903 (GCA_025194705.1)
2284 actobacillus acidophilus MCC 0241 (GCA 036347815.1)
“Lactobacillus acidophilus FSI4 (GCA_000934625.1)
Lactobacillus acidophilus DS20_1 (GCA_003061885.1)
Lactobacillus acidophilus LA-5 (GCA_024665555.1)
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