Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis DSM 13019 (GCA_029537135.2)
Bacillus subtilis D5 (GCA _003144575.1)
Bacillus subtilis THO16 (GCA_016411905.1)
Bacillus subtilis RS309 (GCA_030016255.1)
Bacillus subtilis M9 (GCA 003694695.1)
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Bacillus subtilis NPDC056164 (GCA_042264485.1)
Bacillus subtilis NPDC056092 (GCA 042266485.1)
Bacillus subtilis NPDC056143 (GCA_042264275.1)
Bacillus subtilis NPDC056152 (GCA_042264605.1)
Bacillus subtilis NPDC055927 (GCA_042270825.1)
Bacillus subtilis NPDC055989 (GCA_042269425.1)
Bacillus subtilis NPDC056163 (GCA_042264465.1)
Bacillus subtilis NPDC055914 (GCA_042271105.1)
Bacillus subtilis MH1 (GCA 003014945.1)

Bacillus subtilis - (GCA_ 900177305.1)

Bacillus subtilis - (GCA_900215365.1)

Bacillus subtilis HD15 (GCA 019464335.1)
Bacillus subtilis NCTC4744 (GCA _900454375.1)
Bacillus subtilis B-554 (GCA_035813955.1)



