
1
0

1
0

1
212

Limosilactobacillus reuteri I5007 (GCA_000410995.1)136

Limosilactobacillus reuteri KLR1004 (GCA_002128525.1)133

0.63
1.86

1
344

Limosilactobacillus reuteri LR7 (GCA_003175085.1)0.5

0.61
0.5

0.61
0

Limosilactobacillus reuteri LR12 (GCA_003175035.1)0

Limosilactobacillus reuteri LR6 (GCA_003175115.1)0

Limosilactobacillus reuteri QAULRN15 (GCA_022509405.1)0

1
19.6

0.71
10.1

Limosilactobacillus reuteri apa71 (GCA_020784795.1)317

1
316

1
0

Limosilactobacillus reuteri D.l.1-B (GCA_020784555.1)0

Limosilactobacillus reuteri C.p.1-C (GCA_020784575.1)0

Limosilactobacillus reuteri D.l.3-A (GCA_020784635.1)0

0.51
5.01

1
302

Limosilactobacillus reuteri 2010 (GCA_003703885.1)8.11

Limosilactobacillus reuteri I8-5 (GCA_004684995.1)8.89

1
15.4

1
11.7

1
40.1

0.61
13

Limosilactobacillus reuteri LTM_Jesus_5_1 (GCA_020785035.1)234

Limosilactobacillus reuteri BHM_Lincecum_1_1 (GCA_020785115.1)241

Limosilactobacillus reuteri LTM_Jesus_1_1 (GCA_020785095.1)247

Limosilactobacillus reuteri BIO7251 (GCA_030262475.1)292

0.57
3.04

0.99
23.2

1
278

Limosilactobacillus reuteri C4 (GCA_020784595.1)0

Limosilactobacillus reuteri C3 (GCA_020784605.1)0

Limosilactobacillus reuteri 2A (GCA_020784255.1)284

Limosilactobacillus reuteri FUA 3048 (GCA_020784455.1)306

Root0

NJ tree generated by a cgMLST analysis (based on 729 loci)

250


