N) tree generated by a cgMLST analysis (based on 1327 loci)
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2Zstreptococcus salivarius MCC747 (GCA_018783545.1)

#Streptococcus salivarius NU10 (GCA_000714445.1)
! B%gtraptococcus salivarius YU10 (GCA_000714455.1)
2%.Streptococcus salivarius BIOML-A36 (GCA _009716755.1)

615[4 Streptococcus salivarius KSS1 (GCA_046531375.1)
! Streptococcus salivarius KSS11 (GCA_046531385.1)

2Lstreptococcus salivarius FDAARGOS_1045 (GCA 016127535.1)
*Z.5treptococcus salivarius HS0302 (GCA_003231475.1)
2%.Streptococcus salivarius - (GCA_902652475.1)

598 Streptococcus salivarius UBSS01 (GCA_006227745.1)

24 Streptococcus salivarius BIOML-A23 (GCA_009717065.1)

26 Streptococcus salivarius BIOML-A13 (GCA_009717265.1)

291 Streptococcus salivarius BIOML-A16 (GCA_009717225.1)

219 Streptococcus salivarius BIOML-A21 (GCA_009717105.1)

= Streptococcus salivarius BIOML-A22 (GCA_009717115.1)

234 Streptococcus salivarius BIOML-A29 (GCA_009716995.1)

Streptococcus salivarius BIOML-A15 (GCA_009717245.1)
=Streptococcus salivarius BIOML-A25 (GCA_009717055.1)



