
1
0

1
0

0.92
9.27

0.75
6.15

Bifidobacterium pseudocatenulatum YIT12054 (GCA_020526545.1)410

Bifidobacterium pseudocatenulatum YIT12189 (GCA_020526445.1)433

1
21.8

Bifidobacterium pseudocatenulatum - (GCA_902167535.1)404

Bifidobacterium pseudocatenulatum IPLA36007 (GCA_000708005.1)412

0.56
2.88

0.14
2.77

1
426

0.85
1.71

Bifidobacterium pseudocatenulatum AF12-10-6.0 (GCA_003465065.1)2.11

Bifidobacterium pseudocatenulatum AF12-8LB-d (GCA_003464925.1)2.89

Bifidobacterium pseudocatenulatum AF12-8A-LB (GCA_003465385.1)4.29

Bifidobacterium pseudocatenulatum TF08-3AT (GCA_003436955.1)431

0.08
0.907

0.45
5.12

Bifidobacterium pseudocatenulatum TM07-3AT (GCA_003436315.1)429

0.64
7.46

Bifidobacterium pseudocatenulatum AM18-42 (GCA_003471505.1)421

Bifidobacterium pseudocatenulatum TM10-1 (GCA_003436025.1)428

0.23
2.67

0.47
6.05

0.54
4.77

0.46
3.81

1
319

Bifidobacterium pseudocatenulatum AM08-25 (GCA_003472685.1)98.2

Bifidobacterium pseudocatenulatum AM08-2 (GCA_003472725.1)102

Bifidobacterium pseudocatenulatum AM11-10 (GCA_003472415.1)420

1
428

Bifidobacterium pseudocatenulatum 1001283st2_E4_1001283B150304_161114 (GCA_028310395.1)1.63

Bifidobacterium pseudocatenulatum 1001283st2_F1_1001283B150225_161107 (GCA_028311555.1)1.37

Bifidobacterium pseudocatenulatum MSK.13.8 (GCA_019131145.1)423

0.19
3.26

Bifidobacterium pseudocatenulatum YIT12818 (GCA_020526285.1)432

0.3
2.73

Bifidobacterium pseudocatenulatum TF07-23 (GCA_003437155.1)423

Bifidobacterium pseudocatenulatum AM20-9-6.0 (GCA_003471295.1)431

Root0

NJ tree generated by a cgMLST analysis (based on 1042 loci)
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