N) tree generated by a cgMLST analysis (based on 219 loci)

o *““Bacteroides uniformis AF07-6B (GCA_027687485.1)
Bacteroides uniformis OM04-14BH (GCA_003439685.1)
Bacteroides uniformis AM39-1 (GCA_003467505.1)
Bacteroides uniformis AM14-1 (GCA_003472995.1)

“Bacteroides uniformis Map_186 013 (GCA_022739695.1)
Bacteroides uniformis AM16-3 (GCA_003470725.1)

=Bacteroides uniformis AM28-49 (GCA _003469475.1)

21'10 Bacteroides uniformis AM29-1AC (GCA_003469025.1)
1%{;Bacteroides uniformis AM29-12AC (GCA_003469465.1)
Bacteroides uniformis AM43-9 (GCA_003466885.1)

[ (=

Bacteroides uniformis D54st1l_A6_D54t1_ 190329 (GCA_028396555.1)

%Root

N
ul
o



