
0100
Bacteroides uniformis TF09-22 (GCA_003437605.1)
Bacteroides uniformis CTOTU38458 (GCA_036718345.1)
Bacteroides uniformis DFI.6.83 (GCA_020557975.1)
Bacteroides uniformis DFI.6.46 (GCA_020558155.1)
Bacteroides uniformis AM28-49 (GCA_003469475.1)
Bacteroides uniformis OF04-14 (GCA_003463315.1)
Bacteroides uniformis TF07-2 (GCA_003437205.1)
Bacteroides uniformis e3zArYC4i3_bin.1.MAG (GCA_946222525.1)
Bacteroides uniformis 2789STDY5608864 (GCA_001406095.1)
Bacteroides uniformis UO.H1043 (GCA_028528085.1)
Bacteroides uniformis AF17-20 (GCA_003460085.1)
Bacteroides uniformis VPI-C7-17 (GCA_021409445.1)
Bacteroides uniformis DFI.5.10 (GCA_020560265.1)
Bacteroides uniformis DFI.5.36 (GCA_022136535.1)
Bacteroides uniformis 2789STDY5834942 (GCA_001406715.1)
Bacteroides uniformis ERR9578290_bin.11_MetaWRAP_v1.3_MAG (GCA_958421795.1)
Bacteroides uniformis MTG223_bin.47.fa (GCA_934835475.1)
Bacteroides uniformis MTG229_bin.49.fa (GCA_934838775.1)
Bacteroides uniformis D43t1_170807_G10 (GCA_015551105.1)
Bacteroides uniformis MTG220_bin.14.fa (GCA_934829465.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


