N) tree generated by a cgMLST analysis (based on 1042 loci)
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Bifidobacterium pseudocatenulatum YIT12818 (GCA_020526285.1)
Bifidobacterium pseudocatenulatum TM05-11 (GCA_003437435.1)
Bifidobacterium pseudocatenulatum AM33-6 (GCA_003468555.1)

4364’53 Bifidobacterium pseudocatenulatum 1001099st1l_G10_1001099B_141217 (GCA_028310925.1)
E5‘”Biﬁdobacterium pseudocatenulatum 1001099st1_A6_1001099B_141217 (GCA_028312105.1)
w25 Bifidobacterium pseudocatenulatum AM08-25 (GCA_003472685.1)
Emz Bifidobacterium pseudocatenulatum AM08-2 (GCA_003472725.1)
279E1'32 Bifidobacterium pseudocatenulatum 1001283st2_F1_1001283B150225_161107 (GCA_028311555.1)
L88.Bifidobacterium pseudocatenulatum 1001283st2_E4 1001283B150304_161114 (GCA_028310395.1)
288EBlﬁdobacterium pseudocatenulatum 1001283stl_E6_10012851_161205 (GCA_028310485.1)
Bifidobacterium pseudocatenulatum 1001283stl_H12 1001285I_161205 (GCA_028310545.1)
4% Bifidobacterium pseudocatenulatum OM10-8 (GCA_003438015.1)
% 4%8.Bifidobacterium pseudocatenulatum AF03-28 (GCA_003465775.1)
“%.Bifidobacterium pseudocatenulatum TM08-2 (GCA_003436105.1)
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195,

%Blﬁdobacterium pseudocatenulatum AF11-18 (GCA_003465135.1)
20.gifidobacterium pseudocatenulatum AM26-14LB (GCA 003470125.1)
“%8.Bifidobacterium pseudocatenulatum CFO1-1 (GCA 003463615.1)

335E1°3 Bifidobacterium pseudocatenulatum AF18-2AC (GCA_003459865.1)
98 Bifidobacterium pseudocatenulatum OF05-12 (GCA_003439655.1)
L LBifidobacterium pseudocatenulatum AF41-3MH (GCA_003474525.1)




