NJ tree generated by a cgMLST analysis (based on 219 loci)
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Bacteroides uniformis 2789STDY5834942 (GCA_001406715.1)
Bacteroides uniformis AF102-91 (GCA_027686125.1)
Bacteroides uniformis AF102-45 (GCA_027686315.1)

~Bacteroides uniformis OM18-7A (GCA_027691155.1)

Bacteroides uniformis MB20-125 (GCA_023668505.1)
Bacteroides uniformis MB18-74 (GCA_023669345.1)
Bacteroides uniformis MB18-69 (GCA_023669365.1)

—~Bacteroides uniformis D55t1_190419_C5 (GCA_015560385.1)

58.4

Bacteroides uniformis OM07-9 (GCA_003438205.1)

—Bacteroides uniformis SRR20881978_bin.2_MetaWRAP_v1.3_MAG (GCA_959019685.1)

Bacteroides uniformis D31t1_170403_D7 (GCA_015551575.1)

Bacteroides uniformis BSD2780061689_150309_C6 (GCA_015549845.1)

Bacteroides uniformis BSD2780061689st1_F3_BSD2780061688b_171218 (GCA_028396905.1)
Bacteroides uniformis BSD2780061689st1_G7 (GCA_005844235.1)

Bacteroides uniformis BFG-376 (GCA_024793625.1)

=Bacteroides uniformis D59t2_181005_F8 (GCA_015549605.1)

Bacteroides uniformis CTOTU36389 (GCA_036819475.1)

~Bacteroides uniformis LMAG:22 (GCA_008680795.1)

Bacteroides uniformis D41t1_190614_E5 (GCA_015555865.1)
Bacteroides uniformis D41stl_H5_D41t1_190614 (GCA_028396665.1)



