NJ tree generated by a cgMLST analysis (based on 1042 loci)

453

3.33
0.08

=|o

0.23

%Root

250

o
13
©

Bifidobacterium pseudocatenulatum AF45-10BH (GCA_003474015.1)
89.6

Bifidobacterium pseudocatenulatum OF01-21AC (GCA_003463265.1)

Bifidobacterium pseudocatenulatum OF01-12 (GCA_003463505.1)
Bifidobacterium pseudocatenulatum AF20-20AC (GCA_003459475.1)
Bifidobacterium pseudocatenulatum OF01-2 (GCA_003463455.1)
Bifidobacterium pseudocatenulatum OF01-8 (GCA_003463425.1)
wes | Bifidobacterium pseudocatenulatum AM36-5BH (GCA_003467755.1)

' El“ Bifidobacterium pseudocatenulatum AM36-2AC (GCA_003467785.1)

Bifidobacterium pseudocatenulatum TM04-13 (GCA_003436545.1)

429

439[:0'5 Bifidobacterium pseudocatenulatum AM10-24 (GCA_003472545.1)
' BSBifidobacterium pseudocatenulatum AM10-2 (GCA_003472575.1)
“Z pifidobacterium pseudocatenulatum AM43-10 (GCA_003467065.1)

14.6
@Biﬁdobacterium pseudocatenulatum TF05-2AC (GCA_003437825.1)

.24 ——*2Bjfidobacterium pseudocatenulatum Bi-OTA128 (GCA_029541965.1)

241] 021 557

103

0] Bifidobacterium pseudocatenulatum AF18-2AC (GCA_003459865.1)
1 Lls

Bifidobacterium pseudocatenulatum OF05-12 (GCA_003439655.1)

440

Bifidobacterium pseudocatenulatum N2 (GCA_017743235.1)

L *".Bifidobacterium pseudocatenulatum AF17-20AC (GCA_003460425.1)

483 Bifidobacterium pseudocatenulatum AM19-19 (GCA_003470545.1)

Bifidobacterium pseudocatenulatum CF01-1 (GCA_003463615.1)

451



