N) tree generated by a cgMLST analysis (based on 241 loci)

7.54

0.98

=lo

Bacteroides thetaiotaomicron AM51-2 (GCA_003463855.1)

~Bacteroides thetaiotaomicron S_101 (GCA_034123845.1)

Bacteroides thetaiotaomicron ET42 (GCA_021532175.1)

Bacteroides thetaiotaomicron G1-4A_111220.21_1677753981 (GCA_949380175.1)
Bacteroides thetaiotaomicron MGBC108421 (GCA_948585955.1)

~Bacteroides thetaiotaomicron MGBC108344 (GCA_948518685.1)

~-Bacteroides thetaiotaomicron S_755 (GCA_034132585.1)

Bacteroides thetaiotaomicron S_1118 (GCA_034149625.1)

=Bacteroides thetaiotaomicron ERR1606222_bin.1_metaWRAP_v1.3_MAG (GCA_945902835.1)
25%.Bacteroides thetaiotaomicron S_204 (GCA_034121605.1)

Bacteroides thetaiotaomicron S_201 (GCA_034121665.1)

Bacteroides thetaiotaomicron S_484 (GCA_034153265.1)

—Bacteroides thetaiotaomicron SRR15604523_bin.15_metawrap_v1.3_MAG (GCA_948470545.1)
Bacteroides thetaiotaomicron S_1013 (GCA_034145165.1)

Bacteroides thetaiotaomicron S_954 (GCA_034146645.1)

Bacteroides thetaiotaomicron S_992 (GCA_034145565.1)

t34.Bacteroides thetaiotaomicron AF14-20 (GCA_003464695.1)

Bacteroides thetaiotaomicron AM26-17LB (GCA_003469685.1)

—Bacteroides thetaiotaomicron BJH_34 (GCA_021410605.1)

=Bacteroides thetaiotaomicron SRR16280016_bin.7_MetaWRAP_v1.3_MAG (GCA_959605955.1)

6.41



