N) tree generated by a cgMLST analysis (based on 1013 loci)

48.Ruminococcus bromii TM09-5AC (GCA_003466205.1)
mE“ Ruminococcus bromii AF15-36 (GCA_003464295.1)
! BSpuminococcus bromii AF16-10AC (GCA_027685035.1)
L “4LRuminococcus bromii DOME_MAG_13098 (GCA_036298825.1)
49.Ruminococcus bromii AM28-28LB (GCA_027670865.1)

Ruminococcus bromii AM04S-03 (GCA_027663525.1)
Ruminococcus bromii ERR4918941_bin.15_MetaWRAP_v1.3_MAG (GCA_958447815.1)
Ruminococcus bromii AF21-10LB (GCA_003459405.1)
Ruminococcus bromii SO3C.meta.bin_1 (GCA_008672955.1)
=Ruminococcus bromii SO3B.meta.bin_3 (GCA_008673075.1)
~~Ruminococcus bromii SO3A.meta.bin_3 (GCA_008673275.1)

447.Ruminococcus bromii AMR_MDS_2165 (GCA_035379585.1)
Ruminococcus bromii AMR_MDS_5712 (GCA_035435905.1)
Ruminococcus bromii LMAG:41 (GCA_008680445.1)
Ruminococcus bromii AMR_MDS 5726 (GCA_035435605.1)
Ruminococcus bromii ERR9762688_bin.64_MetaWRAP_v1.3_MAG (GCA_958418995.1)
Ruminococcus bromii AM32-13AC (GCA_003469265.1)
Ruminococcus bromii SO7C.meta.bin_1 (GCA_008662015.1)
Ruminococcus bromii SO7B.meta.bin_1 (GCA_008662205.1)
Ruminococcus bromii SO7A.meta.bin_1 (GCA_008662335.1)
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