
1
0

1
0

0.73
7.09

0.39
6.38

Bifidobacterium pseudocatenulatum YIT12054 (GCA_020526545.1)415

Bifidobacterium pseudocatenulatum 2789STDY5834840 (GCA_001405035.1)429

Bifidobacterium pseudocatenulatum YIT11025 (GCA_020526665.1)436

0.26
1.6

0.64
11.1

Bifidobacterium pseudocatenulatum AM18-42 (GCA_003471505.1)420

Bifidobacterium pseudocatenulatum TM10-1 (GCA_003436025.1)429

0.13
1.88

0.33
5.74

0.6
3.83

0.99
22.6

Bifidobacterium pseudocatenulatum AF03-28 (GCA_003465775.1)395

Bifidobacterium pseudocatenulatum OM10-8 (GCA_003438015.1)421

Bifidobacterium pseudocatenulatum OF05-12 (GCA_003439655.1)434

Bifidobacterium pseudocatenulatum TF08-3AT (GCA_003436955.1)431

0.05
1.56

0.41
3.18

0.93
16.3

0.86
13.4

0.76
7.46

1
202

Bifidobacterium pseudocatenulatum AM26-14LB (GCA_003470125.1)200

Bifidobacterium pseudocatenulatum AF11-18 (GCA_003465135.1)195

Bifidobacterium pseudocatenulatum AM20-9-6.0 (GCA_003471295.1)396

Bifidobacterium pseudocatenulatum TM08-2 (GCA_003436105.1)412

Bifidobacterium pseudocatenulatum AF26-1 (GCA_003458965.1)412

0.98
24.3

Bifidobacterium pseudocatenulatum AF02-36-1 (GCA_003466105.1)413

Bifidobacterium pseudocatenulatum MSK.13.8 (GCA_019131145.1)400

0.11
2.34

0.23
2.03

0.59
7.98

Bifidobacterium pseudocatenulatum TM05-11 (GCA_003437435.1)419

Bifidobacterium pseudocatenulatum YIT12818 (GCA_020526285.1)419

Bifidobacterium pseudocatenulatum AM11-10 (GCA_003472415.1)430

Bifidobacterium pseudocatenulatum TF07-23 (GCA_003437155.1)429

Root0

NJ tree generated by a cgMLST analysis (based on 1042 loci)
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