N) tree generated by a cgMLST analysis (based on 749 loci)

ERoseburia intestinalis AM37-1AC (GCA_003467725.1)
#28.poseburia intestinalis SNUG30017 (GCA_009759525.1)
—Roseburia intestinalis B30_bin.20 (GCA_021623275.1)

314[1 Roseburia intestinalis L1 82 (GCA_025151715.1)

! LRoseburia intestinalis L1-82 (GCA_900537995.1)

Roseburia intestinalis AF36-10AT (GCA_003474885.1)

Roseburia intestinalis BIOML-A1 (GCA_009718345.1)

%Roseburia intestinalis MTG226_bin.34 (GCA_934841115.1)

Roseburia intestinalis MTG245_bin.13 (GCA_934879455.1)

=Roseburia intestinalis MTG228_bin.26 (GCA_934838565.1)

29.Roseburia intestinalis MTG231_bin.7 (GCA_934836075.1)

“Roseburia intestinalis MTG224_bin.36 (GCA_934842255.1)

=Roseburia intestinalis MTG243_bin.1 (GCA_934873335.1)

=Roseburia intestinalis MTG222_bin.25 (GCA_934831895.1)

Roseburia intestinalis NB2A 31_NB (GCA_023497585.1)

Roseburia intestinalis ERR9762675_bin.27_MetaWRAP_v1.3_MAG (GCA_958425345.1)
Roseburia intestinalis AM62-3A (GCA_027668125.1)

#2Roseburia intestinalis AM43-11 (GCA_003467035.1)

Roseburia intestinalis SRR16279967_bin.3_MetaWRAP_v1.3_MAG (GCA_959601885.1)
Roseburia intestinalis AM22-21LB (GCA_003471045.1)

)

o
IS
o

o
o
)

R.14 .66
0.19

lo
J




