
0100
Bacteroides uniformis AM34-25 (GCA_003468465.1)
Bacteroides uniformis COPD035 (GCA_014871205.1)
Bacteroides uniformis AM50-4 (GCA_003463925.1)
Bacteroides uniformis SRR18940293_bin.17_MetaWRAP_v1.3_MAG (GCA_958435365.1)
Bacteroides uniformis BSD2780120874_150323_D3 (GCA_015549665.1)
Bacteroides uniformis BSD2780120874st1_G1_BSD2780120874_150323 (GCA_028396885.1)
Bacteroides uniformis BSD2780061687st1_G10_BSD2780061687b_171204 (GCA_028396935.1)
Bacteroides uniformis BSD2780061687st1_F9_BSD2780061687_150420 (GCA_028396985.1)
Bacteroides uniformis BSD2780061687st1_B5_BSD2780061687_150420 (GCA_028397055.1)
Bacteroides uniformis BIOML-A42 (GCA_009020035.1)
Bacteroides uniformis BIOML-A40 (GCA_009020045.1)
Bacteroides uniformis BIOML-A41 (GCA_009020055.1)
Bacteroides uniformis 2789STDY5834847 (GCA_001406135.1)
Bacteroides uniformis CTOTU36137 (GCA_036730685.1)
Bacteroides uniformis 1001275B_160808_C2 (GCA_015550345.1)
Bacteroides uniformis 1001275st1_B7_1001275B_160808 (GCA_028397995.1)
Bacteroides uniformis A12 (GCA_013361225.1)
Bacteroides uniformis 1001175st1_D4_1001175B_160314 (GCA_028398165.1)
Bacteroides uniformis 1001175st1_F6 (GCA_005844805.1)
Bacteroides uniformis 1001175B_160314_C12 (GCA_015559965.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


