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Parabacteroides merdae 1001262B_160229_F9 (GCA_015670365.1)1.98
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Parabacteroides merdae MGG12699_1680015504 (GCA_949902765.1)0
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Parabacteroides merdae CTOTU32100 (GCA_036807005.1)18.3
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NJ tree generated by a cgMLST analysis (based on 993 loci)
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