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Parabacteroides merdae AM34-17 (GCA_003469115.1)
Parabacteroides merdae AF35-4AC (GCA_003475265.1)
Parabacteroides merdae AM26-6AC (GCA_003469635.1)
Parabacteroides merdae AF102-62 (GCA_027686215.1)
Parabacteroides merdae 1001262B_160229_F9 (GCA_015670365.1)
Parabacteroides merdae 1001262st1_E8_1001262B_160229 (GCA_028328885.1)
Parabacteroides merdae K34_1 (GCA_019733655.1)
Parabacteroides merdae SRR15431195_bin.21_metawrap_v1.3_MAG (GCA_947368825.1)
Parabacteroides merdae MGBC103592 (GCA_910577545.1)
Parabacteroides merdae MGG12699_1680015504 (GCA_949902765.1)
Parabacteroides merdae SUG1078 (GCA_022787455.1)
Parabacteroides merdae AM100-PB-1D-5A (GCA_027660445.1)
Parabacteroides merdae BFG-280 (GCA_020091365.1)
Parabacteroides merdae SUG938 (GCA_022785315.1)
Parabacteroides merdae SRR5240731_bin.12_metaWRAP_v1.3_MAG (GCA_945828235.1)
Parabacteroides merdae ERR1855551_bin.8_metaWRAP_v1.3_MAG (GCA_945864955.1)
Parabacteroides merdae CL06T03C08 (GCA_018289315.1)
Parabacteroides merdae COPD090 (GCA_014870605.1)
Parabacteroides merdae AF101-95 (GCA_027686665.1)
Parabacteroides merdae AF101-58 (GCA_027686805.1)

 Dendrogram of cgMLST analysis (based on 993 loci)


