N) tree generated by a cgMLST analysis (based on 120 loci)

2%2.parabacteroides distasonis CD33_MAG37 (GCA_019012645.1)
Parabacteroides distasonis DFI.6.54 (GCA_020557985.1)
Parabacteroides distasonis BIOML-A27 (GCA_009677265.1)
Parabacteroides distasonis BIOML-A25 (GCA_009677285.1)
Parabacteroides distasonis BFG-162 (GCA_024759425.1)
Parabacteroides distasonis 3999B T(B) 6 (GCA_000699765.1)

,[*Parabacteroides distasonis AM25-3 (GCA_003469775.1)
Parabacteroides distasonis ERR9610044_bin.23_MetaWRAP_v1.3_MAG (GCA_958445425.1)
Parabacteroides distasonis FDAARGOS_759 (GCA_013267615.1)
Parabacteroides distasonis S_906 (GCA_034139705.1)

Parabacteroides distasonis S_797 (GCA_034143645.1)

—Parabacteroides distasonis 1001270H_150608_G7 (GCA_015668385.1)

45, parabacteroides distasonis 1001174stl_E1_1001174B_160307 (GCA_028330115.1)
Parabacteroides distasonis D33st1_H11 D33tl_170424 (GCA_028326785.1)
Parabacteroides distasonis LMAG:98 (GCA_008679285.1)
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