NJ tree generated by a cgMLST analysis (based on 1042 loci)

28 Bifidobacterium pseudocatenulatum TF08-3AT (GCA_003436955.1)

Bifidobacterium pseudocatenulatum OF05-12 (GCA_003439655.1)

Bifidobacterium pseudocatenulatum AF03-28 (GCA_003465775.1)
—%.Bifidobacterium pseudocatenulatum AM20-9-6.0 (GCA_003471295.1)
Roc] 2.97

p.7s 411E:Biﬁdobacterium pseudocatenulatum AM20-6 (GCA_003471325.1)
3.Bifidobacterium pseudocatenulatum AM20-1 (GCA_003471415.1)

.0

125

53 194

205 Bifidobacterium pseudocatenulatum AF11-18 (GCA_003465135.1)
620 ﬁﬂBiﬁdobacterium pseudocatenulatum AM26-14LB (GCA_003470125.1)
0-33 L .gjfidobacterium pseudocatenulatum TM08-2 (GCA 003436105.1)
418.Bifidobacterium pseudocatenulatum AF26-1 (GCA_003458965.1)
557 418[1‘31Biﬁdobacterium pseudocatenulatum 1001283st2_F1_1001283B150225_161107 (GCA_028311555.1)
! L%.gifidobacterium pseudocatenulatum 1001283st2_E4_1001283B150304_161114 (GCA_028310395.1)
26 Bifidobacterium pseudocatenulatum TF07-23 (GCA_003437155.1)
ZLpifidobacterium pseudocatenulatum TF07-45 (GCA_003437075.1)
Bifidobacterium pseudocatenulatum AM33-6 (GCA_003468555.1)
Bifidobacterium pseudocatenulatum MSK.13.8 (GCA_019131145.1)
mEm Bifidobacterium pseudocatenulatum AM08-25 (GCA_003472685.1)
! BoLgifidobacterium pseudocatenulatum AMO8-2 (GCA_003472725.1)

419

=0

Bifidobacterium pseudocatenulatum AM11-10 (GCA_003472415.1)
L *4Bjfidobacterium pseudocatenulatum YIT12818 (GCA_020526285.1)

“Root

250



