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Parabacteroides merdae Map_77_010 (GCA_022734235.1)171
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Parabacteroides merdae SUG1078 (GCA_022787455.1)127

Parabacteroides merdae AM100-PB-1D-5A (GCA_027660445.1)132
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Parabacteroides merdae CL09T00C40 (GCA_000307495.1)111

Parabacteroides merdae D35st1_A5_D35t1_190705 (GCA_028328505.1)129
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Parabacteroides merdae DRR221351_bin.34_MetaWRAP_v1.3_MAG (GCA_959023305.1)19
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Parabacteroides merdae K34_1 (GCA_019733655.1)10.8
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NJ tree generated by a cgMLST analysis (based on 993 loci)
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