N) tree generated by a cgMLST analysis (based on 290 loci)

24 Anaerobutyricum hallii AF31-17AC (GCA_003475545.1)
*-Anaerobutyricum hallii AF45-14BH (GCA_003473385.1)
o _ L.Anaerobutyricum hallii AM59-17XD-r (GCA_027668695.1)
-Anaerobutyricum hallii SRR16244387_bin.13_MetaWRAP_v1.3_MAG (GCA_959598395.1)
=Anaerobutyricum hallii AM48-23BH (GCA_003466615.1)
Anaerobutyricum hallii SRR22541658_bin.6_MetaWRAP_v1.3_MAG (GCA_958453755.1)
Anaerobutyricum hallii ERR1600540_bin.52_CONCOCT_v1.1_MAG (GCA_938001875.1)

L Anaerobutyricum hallii SRR19721644_bin.7_metawrap_v1.3_MAG (GCA_947001775.1)
=~Anaerobutyricum hallii SM6/1 (GCA_017776255.1)
Anaerobutyricum hallii MTG235_bin.29 (GCA_934864255.1)
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Anaerobutyricum hallii MTG248_bin.20 (GCA_934883225.1)

S~ “Anaerobutyricum hallii ERR8263771_bin.10_MetaWRAP_v1.3_MAG (GCA_958346695.1)
“Anaerobutyricum hallii ERR9762697_bin.36_MetaWRAP_v1.3_MAG (GCA_958422615.1)
=Anaerobutyricum hallii HTF-385 (GCA_017776275.1)

Anaerobutyricum hallii 2789STDY5834835 (GCA_001405175.1)

Anaerobutyricum hallii JCM 31263 (GCA_016586395.1)

==Anaerobutyricum hallii DSM 3353 (GCA_000173975.1)

= Anaerobutyricum hallii EHAL (GCA_018140635.1)




