Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis R31 (GCA_015602625.1)

Bacillus subtilis VTCC 10963 (GCA 036231745.1)
Bacillus subtilis B-447 (GCA_035814055.1)
Bacillus subtilis AMR1 (GCA_011765645.1)
Bacillus subtilis SR1 (GCA _002205435.1)
Bacillus subtilis FB6-3 (GCA_003515125.1)
Bacillus subtilis - (GCA_905315715.2)

Bacillus subtilis - (GCA_905311375.1)

Bacillus subtilis MG-1 (GCA_026153475.1)
Bacillus subtilis DS42_4 (GCA_018603605.1)
Bacillus subtilis ZBAW6 (GCA 030846335.1)
Bacillus subtilis ZBOE7 (GCA 039770095.1)
Bacillus subtilis ZBMG3 (GCA_049059625.1)
Bacillus subtilis ZBOE6 (GCA_039769285.1)
Bacillus subtilis ZBOE10 (GCA 039770055.1)
Bacillus subtilis JJ466 (GCA_036962225.1)
Bacillus subtilis - (GCA_905311395.1)

Bacillus subtilis SRCM101280 (GCA 001662955.1)
Bacillus subtilis BGSC 3A28 (GCA 900110305.1)
Bacillus subtilis - (GCA_905311415.1)



