
0100
Bacteroides uniformis 1001283st1_E8_1001283B150225_161107 (GCA_028397685.1)
Bacteroides uniformis 1001283st1_F2_1001285H_161024 (GCA_028397645.1)
Bacteroides uniformis 1001283st1_F3_1001283B150217_161031 (GCA_028397565.1)
Bacteroides uniformis 1001283st1_F5_1001283B150210_160208 (GCA_028397515.1)
Bacteroides uniformis 1001283st1_H8_1001311H_170123 (GCA_028397485.1)
Bacteroides uniformis 1001283st1_H8_1001287H_170206 (GCA_028397385.1)
Bacteroides uniformis 1001283st1_H2_1001285I_161205 (GCA_028397405.1)
Bacteroides uniformis TF07-2 (GCA_003437205.1)
Bacteroides uniformis Map_186_013 (GCA_022739695.1)
Bacteroides uniformis SUG3177 (GCA_034112825.1)
Bacteroides uniformis Map_7_003 (GCA_022735305.1)
Bacteroides uniformis UBA11507 (GCA_003539575.1)
Bacteroides uniformis SRR13753917_bin.1_metawrap_v1.3_MAG (GCA_947507305.1)
Bacteroides uniformis CavFT-hAR50 (GCA_032463865.1)
Bacteroides uniformis CL06T03C05 (GCA_018291785.1)
Bacteroides uniformis B624_011 (GCA_022714425.1)
Bacteroides uniformis FSDTA-HCK-B1 (GCA_019733555.1)
Bacteroides uniformis AF04-22B (GCA_027688375.1)
Bacteroides uniformis AM54-10NS (GCA_027668925.1)
Bacteroides uniformis VPI-C7-17 (GCA_021409445.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


