N) tree generated by a cgMLST analysis (based on 120 loci)

1o

rlo

“Root

250

30'7E Parabacteroides distasonis UBA11450 (GCA_003534485.1)
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“Parabacteroides distasonis CHE521 007 (GCA_022720115.1)
Parabacteroides distasonis BSD2780120874_150323 E11 (GCA_015558175.1)

Parabacteroides distasonis SRR13494490_bin.7_MetaWRAP_v1.3_MAG (GCA_959026225.1)



