N) tree generated by a cgMLST analysis (based on 1252 loci)
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Bifidobacterium breve Iw01l (GCA_003860285.1)
Bifidobacterium breve FAHWH21M7 (GCA_033804525.1)
®3.Bifidobacterium breve FZJHZ7M2 (GCA 036763915.1)

24LBifidobacterium breve MSK.22.4 (GCA _019125975.1)
Bifidobacterium breve MSK.22.34 (GCA_019126245.1)
Bifidobacterium breve MSK.22.57 (GCA_019126315.1)
Bifidobacterium breve MSK.22.114 (GCA_019126635.1)
“#*4Bifidobacterium breve MSK.22.124 (GCA_019126215.1)
29.Bifidobacterium breve MSK.22.113 (GCA_019052255.1)
Bifidobacterium breve MSK.22.45 (GCA_019125915.1)
051 ’ Bifidobacterium breve MSK.22.2 (GCA_019126515.1)
%Bifidobacterium breve MSK.22.99 (GCA_019126115.1)
Bifidobacterium breve MSK.22.68 (GCA_019126415.1)
Bifidobacterium breve MSK.22.64 (GCA_019126195.1)
Bifidobacterium breve MSK.22.107 (GCA_019126565.1)
=Bifidobacterium breve MSK.22.65 (GCA_019126155.1)
=Bifidobacterium breve MSK.22.117 (GCA_019126615.1)
Bifidobacterium breve MSK.22.20 (GCA_019126535.1)
Bifidobacterium breve MSK.22.118 (GCA_019126575.1)
Bifidobacterium breve MSK.22.97 (GCA_019126325.1)
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