Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis CRN 16 (GCA_013266935.1)
Bacillus subtilis TE11 (GCA 049803375.1)

Bacillus subtilis FH1 (GCA_012028945.1)

Bacillus subtilis BD-616 (GCA_035822335.1)
Bacillus subtilis SWL-17 (GCA_046635905.1)
Bacillus subtilis SWL-19 (GCA 036365295.1)
Bacillus subtilis 7PJ-16 (GCA_009866865.1)

Bacillus subtilis CBP-3219 (GCA_035804665.1)
Bacillus subtilis DKU_06 (GCA _026309415.1)
Bacillus subtilis CBP-3189 (GCA_035805215.1)
Bacillus subtilis EH11 (GCA 003833295.1)

Bacillus subtilis DH12 (GCA _003990435.1)
Bacillus subtilis - (GCA 001286885.1)

Bacillus subtilis - (GCA_001286745.1)

Bacillus subtilis - (GCA 001286845.1)

Bacillus subtilis TATVAM-FAB32 (GCA _046592575.1)
Bacillus subtilis TATVAM-FAB79 (GCA_046591695.1)
Bacillus subtilis K3C (GCA _047782775.1)

Bacillus subtilis CRN 7 (GCA 013267025.1)

Bacillus subtilis CRN 1 (GCA _013267115.1)



