NJ tree generated by a cgMLST analysis (based on 942 loci)
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Lactiplantibacillus plantarum DRD-32 (GCA_023703125.1)

ctiplantibacillus plantarum DRD-15 (GCA 023702795.1)
Lactiplantibacillus plantarum DRD-44 (GCA_023702905.1)
Lactiplantibacillus plantarum DRD-41 (GCA_023702945.1)
Lactiplantibacillus plantarum DRD-38 (GCA_023702925.1)

%L actiplantibacillus plantarum SRCM103287 (GCA_004054305.1)

Lactiplantibacillus plantarum SRCM 103292 (GCA_004055435.1)
Lactiplantibacillus plantarum SRCM103295 (GCA_004087995.1)

ﬂfiactiplantibacillus plantarum B-1 (GCA_004122965.1)

actiplantibacillus plantarum 12_3 (GCA 004028335.1)
ctiplantibacillus plantarum 02T60C (GCA_002165715.1)
ctiplantibacillus plantarum CIRM-BIA 2110 (GCA_025190125.1)
Lactiplantibacillus plantarum S58 (GCA 016775685.1)
Lactiplantibacillus plantarum X7021 (GCA 002943545.1)
Lactiplantibacillus plantarum APC2688 (GCA_040183155.1)
00078L) actiplantibacillus plantarum CIRM-BIA777 (GCA_964200455.1)
Lactiplantibacillus plantarum CIRM-BIA 776 (GCA_025212005.1)
Lactiplantibacillus plantarum ULE1599 (GCA 030709915.1)
Lactiplantibacillus plantarum ULE949 (GCA_030709995.1)

Lactiplantibacillus plantarum ULE639 (GCA_030710035.1)



