N) tree generated by a cgMLST analysis (based on 607 loci)

28, imosilactobacillus fermentum S6 (GCA_900163585.1)

251

=)

.53
0.58

8.4, 188

o

13.3
0.99

11.81
Sy
0.56

%Root

250

Limosilactobacillus fermentum 998 (GCA_025185825.1)

1.25

Limosilactobacillus fermentum JNU 532 (GCA_024800585.1)

Limosilactobacillus fermentum KUFM408 (GCA 029223925.1)
Limosilactobacillus fermentum KUFM423 (GCA_029223965.1)
Limosilactobacillus fermentum KUFM407 (GCA_030290995.1)
Limosilactobacillus fermentum KL271 (GCA_040505795.1)
Limosilactobacillus fermentum NS2301G2 (GCA_041200135.1)

1 ——Limosilactobacillus fermentum SPCL75-1 (GCA_035609185.1)

22 imosilactobacillus fermentum SRCM 103290 (GCA 004063635.1)

Limosilactobacillus fermentum DS19_7 (GCA_003053105.1)
Limosilactobacillus fermentum UC3641 (GCA_014926345.1)

2.28

Limosilactobacillus fermentum MSJK0025 (GCA_029691425.1)
152

1 1_720 Limosilactobacillus fermentum JF9 (GCA_040235315.1)

0.98

Limosilactobacillus fermentum WHH3906 (GCA_046603985.1)
—%Limosilactobacillus fermentum DS13_7 (GCA_003061865.1)
0.632

%:iimosilactobacillus fermentum IMDO 130101 (GCA_900205745.1)
' L37) imosilactobacillus fermentum IMDO TC9L10 (GCA_963237045.1)

132

%:Limosilactobacillus fermentum DMO072 (GCA_024054255.2)
1 136

Limosilactobacillus fermentum FI11601 (GCA_036431405.1)



