N) tree generated by a cgMLST analysis (based on 1342 loci)
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Bacillus subtilis SRCM103612 (GCA_004119775.1)
=Bacillus subtilis Alg.24B1 (GCA_037026705.1)
“Bacillus subtilis UMB4856B (GCA 030223505.1)

®5Bacillus subtilis PWA (GCA_047314825.1)
*.Bacillus subtilis DL3 (GCA 047314905.1)
Bacillus subtilis B-558S (GCA_035813875.1)
£.Bacillus subtilis B2084 (GCA 041385545.1)
“Bacillus subtilis B-4326 (GCA 035812495.1)
Bacillus subtilis SRCM125727 (GCA_028463925.1)
“L.Bacillus subtilis TLO3 (GCA 002290305.1)
13, ——Bacillus subtilis 1 (GCA_027497435.1)
8.8 %Bacillus subtilis EFB(1B)B16 (GCA 020509345.1)
Bacillus subtilis M1 (GCA_002142515.1)
Bacillus subtilis MBBL2 (GCA_046573225.1)
=Bacillus subtilis RI4914 IsrfA (GCA_039614745.1)
Bacillus subtilis ASM-1 (GCA_017599395.1)
ZBacillus subtilis DL1 (GCA 041014725.1)
Bacillus subtilis B4071 (GCA_000830695.1)
Bacillus subtilis SOI-28 (GCA_039939295.1)
®.Bacillus subtilis MB415 (GCA 001888825.1)
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