NJ tree generated by a cgMLST analysis (based on 966 loci)

4’ actobacillus delbrueckii YNF-5 (GCA_004122955.1)
Lactobacillus delbrueckii NDO2 (GCA_000182835.1)
Lactobacillus delbrueckii SCB0695 (GCA_035757545.1)
Lactobacillus delbrueckii HUL 15 (GCA_017582025.1)
3%, actobacillus delbrueckii LBPUFSC001 (GCA 017161915.1)
5. actobacillus delbrueckii ST7 (GCA_023006605.1)
Lactobacillus delbrueckii FAM 21277 (GCA_005864055.1)
Lactobacillus delbrueckii PB2003/044-T3-4 (GCA_000179375.1)
Lactobacillus delbrueckii KW14_3 (GCA_004123065.1)
—2LLactobacillus delbrueckii L99 (GCA_003351805.1)
12| actobacillus delbrueckii CIRM BIA 1581 (GCA_021133685.1)

Lactobacillus delbrueckii CIRM-BIA 1581 (GCA_025193865.1)
=Lactobacillus delbrueckii CIRM BIA 1379 (GCA_021133775.1)

=Lactobacillus delbrueckii CIRM-BIA 1379 (GCA_025193845.1)
2272 Lactobacillus delbrueckii CIRM BIA 657 (GCA_021133935.1)
TELactobacillus delbrueckii CIRM-BIA 657 (GCA_025193855.1)
Lactobacillus delbrueckii CIRM-BIA 1586 (GCA_025193805.1)
Lactobacillus delbrueckii CIRM-BIA 844 (GCA_025193825.1)

S%Em Lactobacillus delbrueckii 872 (GCA_045033195.1)
' B actobacillus delbrueckii 871 (GCA_045033215.1)
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