NJ tree generated by a cgMLST analysis (based on 942 loci)

291 actiplantibacillus plantarum YW32 (GCA_004123035.1)

00263, actiplantibacillus plantarum YW11 (GCA_004028295.1)

Lactiplantibacillus plantarum P-8 (GCA_000392485.2)

Lactiplantibacillus plantarum E6-1 (GCA 004300925.1)

Lactiplantibacillus plantarum E6-2 (GCA 004300935.1)
Lactiplantibacillus plantarum E6-4 (GCA_004300945.1)

Pt Lactiplantibacillus plantarum M4-2 (GCA_004301025.1)

8;#« 0977, actiplantibacillus plantarum E6-3 (GCA_004300965.1)

0988, actiplantibacillus plantarum Y2-5 (GCA_004301205.1)
Lactiplantibacillus plantarum B5-2 (GCA 004301725.1)
Lactiplantibacillus plantarum B14-1 (GCA_004301815.1)
Lactiplantibacillus plantarum B14-2 (GCA_004301865.1)
Lactiplantibacillus plantarum B7-2 (GCA_004301795.1)
Lactiplantibacillus plantarum B2-2 (GCA_004301565.1)
Lactiplantibacillus plantarum B5-1 (GCA_004301695.1)
Lactiplantibacillus plantarum B4-2 (GCA_004301705.1)
Lactiplantibacillus plantarum B7-1 (GCA_004301805.1)
Lactiplantibacillus plantarum R1-1-1 (GCA_004301875.1)
Lactiplantibacillus plantarum R2-2-1 (GCA_004302035.1)
Lactiplantibacillus plantarum R3-1-1 (GCA_004302115.1)
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