N) tree generated by a cgMLST analysis (based on 942 loci)

29| actiplantibacillus plantarum SRCM 103292 (GCA_004055435.1)
Lactiplantibacillus plantarum SRCM103287 (GCA_004054305.1)
Lactiplantibacillus plantarum SRCM103295 (GCA_004087995.1)

MES“ Lactiplantibacillus plantarum IPLA88 (GCA_000410795.1)
! 845 actiplantibacillus plantarum SRCM103297 (GCA_004141755.1)

Fle

249 228 Lactiplantibacillus plantarum DY46 (GCA_021462365.1)
' ES“ Lactiplantibacillus plantarum TRA56 (GCA_038321065.1)
o[“*Lactiplantibacillus plantarum S11T3E (GCA_002165725.1)

“Lactiplantibacillus plantarum S2T10D (GCA_002165655.1)
Lactiplantibacillus plantarum SHY 21-2 (GCA_016415605.1)
Z.Lactiplantibacillus plantarum SRCM103303 (GCA _004141895.1)
Lactiplantibacillus plantarum Nizo2766 (GCA_001633495.1)
Lactiplantibacillus plantarum Nizo2757 (GCA 001633485.1)
—Lactiplantibacillus plantarum SRCM101060 (GCA _001662895.1)
=Lactiplantibacillus plantarum RI-191 (GCA_002750575.1)
Lactiplantibacillus plantarum Nizo1838 (GCA_001639425.1)
Lactiplantibacillus plantarum Nizo2256 (GCA_001633805.1)
Lactiplantibacillus plantarum C2 (GCA 048009075.1)
=Lactiplantibacillus plantarum 1570-1_IL3210 (GCA_036762805.1)
=Lactiplantibacillus plantarum ZY-1 (GCA_040536935.1)
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