
1
0

1
0

1
182

Bacteroides fragilis am_0171 (GCA_004167855.1)315

Bacteroides fragilis Map_136_019 (GCA_022742265.1)342

1
257

0.99
43.8

Bacteroides fragilis FXJYN7E2 (GCA_029872545.1)218

1
115

0.8
8.55

Bacteroides fragilis Map_190_012 (GCA_022727875.1)43.5

Bacteroides fragilis S_850 (GCA_034142005.1)48.5

1
57.5

Bacteroides fragilis S_946 (GCA_034138225.1)25.1

Bacteroides fragilis A7 (UDC12-2) (GCA_000598985.1)33.9

1
123

1
67.7

Bacteroides fragilis S_47 (GCA_034124905.1)9.63

Bacteroides fragilis ERR1190612_bin.39_CONCOCT_v1.1_MAG (GCA_937981265.1)32.4

1
39.9

1
109

0.98
5.26

1
12.5

Bacteroides fragilis S_533 (GCA_034126525.1)13.4

Bacteroides fragilis S_460 (GCA_034152425.1)15.6

1
20.5

Bacteroides fragilis S_116 (GCA_034123565.1)1.2

Bacteroides fragilis S_673 (GCA_034134185.1)4.8

1
29.4

Bacteroides fragilis S_181 (GCA_034122005.1)2.34

Bacteroides fragilis S_168 (GCA_034122245.1)1.66

1
55.6

0.67
2.05

Bacteroides fragilis FBJ25K26 (GCA_029872885.1)26.3

Bacteroides fragilis AM26-13LB (GCA_003469705.1)28.7

1
14.6

0.4
0.664

Bacteroides fragilis BF_BC_ARH_DK_1964 (GCA_026966705.1)12.5

Bacteroides fragilis BF_AB_HIL_DK_1990_1 (GCA_026966805.1)19.5

Bacteroides fragilis S_73 (GCA_034124385.1)21.3

Root0

NJ tree generated by a cgMLST analysis (based on 1285 loci)

250


