N) tree generated by a cgMLST analysis (based on 942 loci)

22| actiplantibacillus plantarum R4-2-1 (GCA_004302255.1)

Lactiplantibacillus plantarum R4-2-2 (GCA_004302295.1)

Lactiplantibacillus plantarum B2-2 (GCA_004301565.1)

Lactiplantibacillus plantarum B5-1 (GCA_004301695.1)

Lactiplantibacillus plantarum B4-2 (GCA_004301705.1)

Lactiplantibacillus plantarum B7-1 (GCA_004301805.1)

Lactiplantibacillus plantarum R1-1-1 (GCA 004301875.1)

Lactiplantibacillus plantarum R2-2-1 (GCA_004302035.1)

Lactiplantibacillus plantarum R3-1-1 (GCA 004302115.1)
Lactiplantibacillus plantarum R3-1-2 (GCA_004302125.1)
Lactiplantibacillus plantarum R3-2-1 (GCA 004302135.1)
Lactiplantibacillus plantarum R3-3-1 (GCA_004302195.1)
Lactiplantibacillus plantarum R4-3-2 (GCA 004302285.1)
Lactiplantibacillus plantarum R5-1-2 (GCA_004302345.1)
Lactiplantibacillus plantarum R5-2-1 (GCA_004302385.1)
Lactiplantibacillus plantarum R5-2-2 (GCA_004302395.1)
Lactiplantibacillus plantarum R5-3-2 (GCA_004302405.1)
Lactiplantibacillus plantarum R5-3-1 (GCA_004302415.1)
Lactiplantibacillus plantarum R6-2-1 (GCA_004302485.1)
Lactiplantibacillus plantarum R6-2-2 (GCA 004302495.1)

)




