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Bacteroides fragilis BFR_KZ02 (GCA_004798515.1)
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Bacteroides fragilis Map_80_005 (GCA_022733395.1)
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Bacteroides fragilis S_754 (GCA_034132565.1)
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Bacteroides fragilis Map_205_005 (GCA_022744925.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


