N) tree generated by a cgMLST analysis (based on 1056 loci)

L[~ -Lactobacillus gasseri UMB6820 (GCA_033803965.1)
l%E:Lactobacillus gasseri UMB6827 (GCA_033803995.1)
2. actobacillus gasseri UMB0670 (GCA_002863445.1)
Ll actobacillus gasseri 0795 578 _1_1_MRSI4 (GCA _040428225.1)
Lactobacillus gasseri UMB0045 (GCA_002940965.1)
Lactobacillus gasseri UMB2385 (GCA_033803545.1)
=Lactobacillus gasseri UMB2499 (GCA _030224655.1)
=Lactobacillus gasseri 7171 (GCA_006981945.1)
% 22 actobacillus gasseri UMB5890 (GCA_032432755.1)
?4'6'24_10 Lactobacillus gasseri UMB1549 (GCA 032377135.1)

H;Lactobacillus gasseri UMB1579 (GCA_032432775.1)

- 23| actobacillus gasseri VSI26 (GCA_029011455.1)
o] <[““Lactobacillus gasseri UMB1399 (GCA_007826985.2)
Lactobacillus gasseri UMB1399B (GCA _030217385.1)
Lactobacillus gasseri UMB1644 (GCA 032432735.1)
Lactobacillus gasseri UMB0607 (GCA_007785995.1)
=Lactobacillus gasseri C0087A1 (GCA_027584195.1)
“Lactobacillus gasseri PSS7772D (GCA_001546525.1)
“Lactobacillus gasseri 194 F1 d (GCA_040428245.1)
=Lactobacillus gasseri UMB9228 (GCA_030213495.1)

HLO

2.7 0.98
0.92

o




