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Bacteroides fragilis BF_FA_COP_DK_2009_16 (GCA_026965925.1)
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Bacteroides fragilis J1101437_171009_F3 (GCA_015556305.1)
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Bacteroides fragilis COR2-248-WT-1 (GCA_012844105.1)
Bacteroides fragilis FJSWX20K1 (GCA_029872675.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


