
1
0

1
0

Bacteroides uniformis BIOML-A71 (GCA_009019475.1)6.34

0.91
3.82

Bacteroides uniformis BIOML-A50 (GCA_009019805.1)4.18

0.39
0.673

0.26
0.132

0.12
0.00547

0.17
0.00994

0.25
0.0182

0.44
0.0144

0.58
0.00893

0.49
0

Bacteroides uniformis BIOML-A83 (GCA_009019245.1)0

Bacteroides uniformis BIOML-A69 (GCA_009019455.1)0

Bacteroides uniformis BIOML-A48 (GCA_009019905.1)0

Bacteroides uniformis BIOML-A77 (GCA_009019345.1)0.991

Bacteroides uniformis BIOML-A64 (GCA_009019585.1)1.99

Bacteroides uniformis BIOML-A76 (GCA_009019355.1)1.98

Bacteroides uniformis BIOML-A63 (GCA_009019615.1)2.99

Bacteroides uniformis BIOML-A47 (GCA_009019935.1)2.99

0.45
0.75

Bacteroides uniformis BIOML-A75 (GCA_009019335.1)2.85

0.29
0.127

0.63
0.967

Bacteroides uniformis BIOML-A57 (GCA_009019725.1)0.0139

Bacteroides uniformis BIOML-A58 (GCA_009019695.1)0.986

0.15
0.026

Bacteroides uniformis BIOML-A74 (GCA_009019395.1)0.99

0.06
0.00625

Bacteroides uniformis BIOML-A54 (GCA_009019785.1)0.994

0.16
0.00391

Bacteroides uniformis BIOML-A44 (GCA_009019985.1)0.996

0.23
0.00391

Bacteroides uniformis BIOML-A52 (GCA_009019825.1)0

0.13
0

Bacteroides uniformis BIOML-A51 (GCA_009019835.1)0

0.13
0

Bacteroides uniformis BIOML-A46 (GCA_009019945.1)0

Bacteroides uniformis BIOML-A45 (GCA_009019975.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 219 loci)
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