NJ tree generated by a cgMLST analysis (based on 219 loci)

2%.Bacteroides uniformis BIOML-A80 (GCA_009019275.1)
20278 Bacteroides uniformis BIOML-A55 (GCA_009019775.1)
0972.Bacteroides uniformis BIOML-A56 (GCA_009019735.1)
Bacteroides uniformis BIOML-A84 (GCA_009019195.1)
Bacteroides uniformis BIOML-A83 (GCA_009019245.1)
Bacteroides uniformis BIOML-A69 (GCA_009019455.1)
2.Bacteroides uniformis BIOML-A72 (GCA_009019435.1)
22%.Bacteroides uniformis BIOML-A62 (GCA_009019635.1)
Bacteroides uniformis BIOML-A73 (GCA_009019385.1)
Bacteroides uniformis BIOML-A65 (GCA_009019555.1)
=Bacteroides uniformis BIOML-A81 (GCA_009019285.1)
2002, Bacteroides uniformis BIOML-A70 (GCA_009019445.1)
L%.Bacteroides uniformis BIOML-A53 (GCA _009019885.1)
28%.Bacteroides uniformis BIOML-A61 (GCA _009019645.1)
235, *®¥pacteroides uniformis BIOML-A79 (GCA_009019315.1)
Bacteroides uniformis BIOML-A85 (GCA_009019185.1)
Bacteroides uniformis BIOML-A67 (GCA_009019535.1)
Bacteroides uniformis BIOML-A66 (GCA_009019545.1)
Bacteroides uniformis BIOML-A49 (GCA_009019875.1)
Bacteroides uniformis BIOML-A43 (GCA_009020005.1)
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