N) tree generated by a cgMLST analysis (based on 219 loci)

"#ZBacteroides uniformis BIOML-A60 (GCA 009019655.1)

t2Bacteroides uniformis BIOML-A50 (GCA_009019805.1)

L 284.Bacteroides uniformis BIOML-A63 (GCA_009019615.1)

5 “Bacteroides uniformis BIOML-A83 (GCA_009019245.1)

o Bacteroides uniformis BIOML-A69 (GCA_009019455.1)

8:22521 Bacteroides uniformis BIOML-A48 (GCA_009019905.1)

02| 059284 *%®.Bacteroides uniformis BIOML-A77 (GCA_009019345.1)

L% Bacteroides uniformis BIOML-A76 (GCA_009019355.1)

Bacteroides uniformis BIOML-A64 (GCA_009019585.1)

Bacteroides uniformis BIOML-A47 (GCA_009019935.1)

Bacteroides uniformis BIOML-A75 (GCA_009019335.1)

Bacteroides uniformis BIOML-A57 (GCA_009019725.1)

Bacteroides uniformis BIOML-A58 (GCA_009019695.1)

29%.Bacteroides uniformis BIOML-A74 (GCA_009019395.1)

022 29".Bacteroides uniformis BIOML-A54 (GCA_009019785.1)

02001 29%.Bacteroides uniformis BIOML-A44 (GCA_009019985.1)

DooLee %.Bacteroides uniformis BIOML-A52 (GCA_009019825.1)
Bacteroides uniformis BIOML-A51 (GCA_009019835.1)

™Bacteroides uniformis BIOML-A46 (GCA_009019945.1)

Bacteroides uniformis BIOML-A45 (GCA_009019975.1)

0.112

=|o




