NJ tree generated by a cgMLST analysis (based on 219 loci)

#22.Bacteroides uniformis MGBC101947 (GCA_949062985.1)

2¥LBacteroides uniformis BIOML-A2 (GCA_009020775.1)
=-Bacteroides uniformis BIOML-A3 (GCA_009020805.1)
=-Bacteroides uniformis BIOML-A4 (GCA_009020795.1)
Bacteroides uniformis BIOML-A1 (GCA_009020815.1)
=Bacteroides uniformis BFG-366 (GCA_024788565.1)
"LBacteroides uniformis BIOML-A19 (GCA _009020445.1)

. zg-BacteroidesuniformisLapin-021__bin24(GCA_947626375.1)
®2-7.Bacteroides uniformis 2789STDY5608791 (GCA_001405475.1)

h.28, ol Bacteroides uniformis CTOTU36389 (GCA_036819475.1)
=Bacteroides uniformis LMAG:22 (GCA 008680795.1)

=Bacteroides uniformis A23 (GCA_013361195.1)

#%.Bacteroides uniformis D31tl 170403 _F6 (GCA _015550905.1)
23.Bacteroides uniformis Bacteroides uniformis 82G1 (GCA 900896415.2)
2¢2.Bacteroides uniformis BIOML-A10 (GCA _009020635.1)
%-Bacteroides uniformis ca_0067 (GCA_004167505.1)
Bacteroides uniformis BIOML-A8 (GCA_009020675.1)
Bacteroides uniformis BIOML-A7 (GCA_009020685.1)
“Bacteroides uniformis BIOML-A9 (GCA 009020705.1)
Bacteroides uniformis BIOML-A6 (GCA_009020735.1)

=lo

(o

%Root

250



