NJ) tree generated by a cgMLST analysis (based on 876 loci)

Z-Bacteroides xylanisolvens BIOML-A20 (GCA_009101505.1)

t“Bacteroides xylanisolvens BIOML-A55 (GCA_009101615.1)

Bacteroides xylanisolvens BIOML-A51 (GCA_009102135.1)

Bacteroides xylanisolvens BIOML-A48 (GCA_009102165.1)

Bacteroides xylanisolvens BIOML-A56 (GCA_009101565.1)

Bacteroides xylanisolvens BIOML-A47 (GCA_009102215.1)

t¥.Bacteroides xylanisolvens BIOML-A50 (GCA_009102185.1)

2%.Bacteroides xylanisolvens BIOML-A25 (GCA_009102505.1)

P#B.Bacteroides xylanisolvens BIOML-A35 (GCA_009101725.1)

Bacteroides xylanisolvens BIOML-A17 (GCA_009101775.1)

Bacteroides xylanisolvens BIOML-A23 (GCA_009102525.1)

Bacteroides xylanisolvens BIOML-A53 (GCA_009101555.1)

Bacteroides xylanisolvens BIOML-A41 (GCA_009102325.1)

Bacteroides xylanisolvens BIOML-A24 (GCA_009102485.1)

Bacteroides xylanisolvens BIOML-A54 (GCA_009153235.1)

Bacteroides xylanisolvens BIOML-A52 (GCA_009101635.1)
Bacteroides xylanisolvens BIOML-A46 (GCA_009102225.1)
Bacteroides xylanisolvens BIOML-A40 (GCA_009102305.1)
Bacteroides xylanisolvens BIOML-A26 (GCA_009102465.1)
Bacteroides xylanisolvens BIOML-A16 (GCA_009102625.1)
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