N) tree generated by a cgMLST analysis (based on 876 loci)

#4.Bacteroides xylanisolvens P21.4G (GCA_020256225.1)

Bacteroides xylanisolvens BBCSC-G32-031 (GCA_027605355.1)

Bacteroides xylanisolvens BBCSC-G32-033 (GCA_027605235.1)

=Bacteroides xylanisolvens BBCSC-G32-032 (GCA_027605295.1)

1 “Bacteroides xylanisolvens DFI.6.11 (GCA_020554645.1)

14;Bacteroides xylanisolvens DFI.6.20 (GCA_020558635.1)

L.Bacteroides xylanisolvens DFI.6.13 (GCA_020558835.1)

Z.Bacteroides xylanisolvens CHG148 013 (GCA_022718975.1)

—%Bacteroides xylanisolvens BIOML-A15 (GCA_009102585.1)

“%.Bacteroides xylanisolvens S_471 (GCA 034152625.1)

=Bacteroides xylanisolvens S_799 (GCA_034143545.1)

=Bacteroides xylanisolvens S_665 (GCA_034134325.1)

Bacteroides xylanisolvens BIOML-A12 (GCA_009102685.1)

Bacteroides xylanisolvens BIOML-A9 (GCA 009102725.1)

229 Bacteroides xylanisolvens BIOML-A10 (GCA_009102675.1)
“Bacteroides xylanisolvens BIOML-A14 (GCA_009102605.1)
Bacteroides xylanisolvens BIOML-A13 (GCA 009102665.1)
%Bacteroides xylanisolvens BIOML-A11 (GCA _009102705.1)
“Bacteroides xylanisolvens BIOML-A7 (GCA_009102755.1)
Bacteroides xylanisolvens BIOML-A8 (GCA_009102765.1)
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0.53

%Root
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