
1
0

1
0

0.31
4.76

0.74
16.3

1
216

Limosilactobacillus reuteri PTA6_F1 (GCA_009389015.1)0.5

Limosilactobacillus reuteri PTA5_F1 (GCA_009389245.1)0.5

1
249

Limosilactobacillus reuteri An71 (GCA_002159305.1)1

Limosilactobacillus reuteri An166 (GCA_002160565.1)1

Limosilactobacillus reuteri PTA4_C1 (GCA_009389335.1)256

0.42
4.95

1
48.8

Limosilactobacillus reuteri PTA5_C4 (GCA_009389205.1)199

Limosilactobacillus reuteri PTA5_C13 (GCA_009389165.1)208

0.86
13.5

0.79
22.5

Limosilactobacillus reuteri PTA6_F2 (GCA_009389035.1)206

Limosilactobacillus reuteri PTA5_F11 (GCA_009389255.1)224

0.39
0.399

0.98
24.9

1
29.9

0.99
18.6

1
48.7

1
95.1

Limosilactobacillus reuteri PTA6_C2 (GCA_009389115.1)1.06

Limosilactobacillus reuteri PTA6_F8 (GCA_009389005.1)1.94

Limosilactobacillus reuteri PTA1_F3 (GCA_009389365.1)108

Limosilactobacillus reuteri PTA1_C1 (GCA_009389425.1)174

Limosilactobacillus reuteri PTA1_C3 (GCA_009389435.1)183

Limosilactobacillus reuteri tu160 (GCA_020785715.1)197

1
246

1
2.98

1
0.357

Limosilactobacillus reuteri DS22_10 (GCA_003064585.1)0

Limosilactobacillus reuteri DS17_10 (GCA_003065345.1)0

0.69
0.643

Limosilactobacillus reuteri NL02 (GCA_030585585.1)0

Limosilactobacillus reuteri C501 (GCA_035200785.1)0

Limosilactobacillus reuteri RC-14 (GCA_002762415.1)5.02

Root0

NJ tree generated by a cgMLST analysis (based on 729 loci)

250


