N) tree generated by a cgMLST analysis (based on 1342 loci)
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Bacillus subtilis PMB102 (GCA_018141065.1)
Bacillus subtilis TE11 (GCA_049803375.1)
——*.Bacillus subtilis B15M1-4W (GCA 030519455.1)

4. M%Bacillus subtilis WS1A (GCA_013186645.1)
ais]  22Bacillus subtilis YBS29 (GCA_023518255.2)

o ®"LBacillus subtilis CWTS 5 (GCA_028462485.1)

——**Bacillus subtilis BD-616 (GCA 035822335.1)

455E7-°3 Bacillus subtilis 7772 (GCA_002271425.1)
' ©¥.Bacillus subtilis 7702 (GCA_002272405.1)
Bacillus subtilis TE3T-UV25 (GCA_041344815.1)
Bacillus subtilis CRN 1 (GCA_013267115.1)
252%.Bacillus subtilis EH11 (GCA_003833295.1)
Bacillus subtilis DH12 (GCA_003990435.1)
Bacillus subtilis - (GCA_001286745.1)
Bacillus subtilis B-3279 (GCA_035813095.1)
“.Bacillus subtilis HMNig-2 (GCA_009497815.1)
*8.Bacillus subtilis RC 25 (GCA_004103895.1)
Bacillus subtilis K3C (GCA_047782775.1)
Bacillus subtilis E1 (GCA_000724125.1)
Bacillus subtilis PK5_16 (GCA_023521475.1)
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