N) tree generated by a cgMLST analysis (based on 942 loci)

0.974

Lactiplantibacillus plantarum TMW 1.1308 (GCA_009619495.1)
Lactiplantibacillus plantarum TMW1.460 (GCA_009864015.1)
Lactiplantibacillus plantarum Tw226 (GCA_011040375.1)
Lactiplantibacillus plantarum Tw226 (GCA_029997055.1)
=Lactiplantibacillus plantarum BK-021 (GCA_013487805.1)

#8 actiplantibacillus plantarum Nizo3892 (GCA_001633765.1)

&1 actiplantibacillus plantarum FCQNA35M1 (GCA_030464385.1)

=

osesl - Lactiplantibacillus plantarum 92117 i1 (GCA_028462545.1)
W{;Lactiplantibacillus plantarum ATCC 8014 (GCA_002631775.1)

oS 198, actiplantibacillus plantarum Nizo2830 (GCA_001633505.1)
Lactiplantibacillus plantarum ATCC 8014 (GCA_002749655.1)
Lactiplantibacillus plantarum DS3_9 (GCA_003053165.1)
Lactiplantibacillus plantarum VHProbi 004 (GCA_024758665.1)
bsa| - Lactiplantibacillus plantarum IMI 507026 (GCA_022631455.1)
0% 0888, actiplantibacillus plantarum ISO1 (GCA_026184455.1)

2L actiplantibacillus plantarum YZH81 (GCA_028446625.1)

=lo
R =
©
[

poozs I %Lactiplantibacillus plantarum TMW 1.64 (GCA 037546345.1)
Y B, actiplantibacillus plantarum Nizo2726 (GCA_001633385.1)
5.03

%:Lactiplantibacillus plantarum TCI837 (GCA_040268325.1)
%9 B9, actiplantibacillus plantarum Nizo2831 (GCA_001633595.1)

%Root

N
v
o



