NJ tree generated by a cgMLST analysis (based on 729 loci)

28%.| imosilactobacillus reuteri 149 (GCA_001688685.2)
isoo_mo Limosilactobacillus reuteri 149 (GCA 002221655.1)
W{;Limosilactobacillus reuteri 149 (GCA 016697045.1)

o[ “>Limosilactobacillus reuteri Rat19 (GCA_009649095.1)
Limosilactobacillus reuteri RE225 (GCA _030721705.1)
Limosilactobacillus reuteri SKKU-OGDONS-01 (GCA 003316935.1)
Limosilactobacillus reuteri M1 (GCA_030345055.1)

Limosilactobacillus reuteri L1600-1 (GCA 009649445.1)

I—\lO

4.62

6.34 ,s,[ Limosilactobacillus reuteri Z5 (GCA_012971005.1)

o ' ES'SS Limosilactobacillus reuteri Z6 (GCA 012971015.1)

L1 imosilactobacillus reuteri Z2 (GCA_012970985.1)
Limosilactobacillus reuteri Z3 (GCA 012971025.1)
Limosilactobacillus reuteri N6 (GCA _012971105.1)
—2%Limosilactobacillus reuteri IMAUJBR3 (GCA _034259105.1)
>%.imosilactobacillus reuteri N3 (GCA_012971115.1)
Limosilactobacillus reuteri N1 (GCA 012971185.1)
Limosilactobacillus reuteri N4 (GCA_012971085.1)
Limosilactobacillus reuteri N7 (GCA_012971035.1)
Limosilactobacillus reuteri N5 (GCA 012971095.1)
Limosilactobacillus reuteri N2 (GCA_012971125.1)

B87.7

~lo

%“Root

250



