N) tree generated by a cgMLST analysis (based on 1342 loci)

15[ Bacillus subtilis B-229 (GCA_035814275.1)
ﬂBacillus subtilis B-232 (GCA_035814285.1)
23.Bacillus subtilis RS304 (GCA _030016555.1)
Bacillus subtilis MB9_B1 (GCA _009662175.1)
Bacillus subtilis MB8 B1 (GCA 009662255.1)
“<Bacillus subtilis STRP31 (GCA_012935335.1)
155, [ Bacillus subtilis FJAT-14262a (GCA_001278955.1)
“-Bacillus subtilis GRSW1-B1 (GCA_000982455.1)

HLO

oosea - Bacillus subtilis NPDC056168 (GCA_042264405.1)
W@‘Bacinus subtilis NPDC056378 (GCA 042262465.1)
2%%2.Bacillus subtilis NPDC056012 (GCA_042274205.1)
Bacillus subtilis NPDC056167 (GCA 042266245.1)

74.1

w0 >Bacillus subtilis 73 (GCA_009662275.1)

H;Baciuus subtilis SRCM104005 (GCA 004101425.1)
>%.Bacillus subtilis MB9 B6 (GCA 009662375.1)

Bacillus subtilis - (GCA_905310995.2)

Bacillus subtilis - (GCA 905315045.2)

LBacillus subtilis MB9_B4 (GCA 009662155.1)

L.Bacillus subtilis 1999 21 (GCA 048593395.1)

Bacillus subtilis - (GCA_905319155.2)

~lo

8|

%Root

250



