N) tree generated by a cgMLST analysis (based on 120 loci)

~Parabacteroides distasonis CBA7138 (GCA_003386475.1)
8Lparabacteroides distasonis CTOTU32170 (GCA_036773605.1)
*2parabacteroides distasonis CTOTU30835 (GCA_036828915.1)

t%.parabacteroides distasonis Parabacteroides distasonis TSDC17.2-1.1 (GCA_963360645.1)
Parabacteroides distasonis S_417 (GCA_034128765.1)
Parabacteroides distasonis DOME_MAG_8905 (GCA_036552185.1)
Parabacteroides distasonis CLO6T03C10 (GCA_018289335.1)
~Parabacteroides distasonis SRR20881986_bin.33_MetaWRAP_v1.3_MAG (GCA_959026965.1)
Parabacteroides distasonis CTOTU32162 (GCA_036807025.1)
Parabacteroides distasonis BFG-150 (GCA_024759625.1)
Parabacteroides distasonis CTOTU31276 (GCA_036840815.1)
Parabacteroides distasonis D52t1_170925_C6 (GCA_015553005.1)
Parabacteroides distasonis D52st1_E1_D52t1_170925 (GCA_028329415.1)
Parabacteroides distasonis COPD089 (GCA_014870645.1)
Parabacteroides distasonis BIOML-A3 (GCA_009677075.1)
Parabacteroides distasonis BIOML-A6 (GCA_009677455.1)
Parabacteroides distasonis BIOML-A2 (GCA_009677465.1)
Parabacteroides distasonis BIOML-A7 (GCA_009677485.1)
Parabacteroides distasonis BIOML-A1 (GCA_009677535.1)
Parabacteroides distasonis BIOML-A8 (GCA_009678705.1)
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