N) tree generated by a cgMLST analysis (based on 91 loci)

“Parabacteroides goldsteinii BIOML-A1 (GCA 009677045.1)
Parabacteroides goldsteinii BIOML-A6 (GCA_009677055.1)
Parabacteroides goldsteinii BIOML-A11 (GCA_009677135.1)
Parabacteroides goldsteinii BIOML-A5 (GCA_009677145.1)
Parabacteroides goldsteinii BIOML-A9 (GCA_009677155.1)
Parabacteroides goldsteinii BIOML-A4 (GCA_009677195.1)
Parabacteroides goldsteinii BIOML-A2 (GCA_009677205.1)
Parabacteroides goldsteinii BIOML-A10 (GCA_009677815.1)
Parabacteroides goldsteinii BIOML-A3 (GCA_009677865.1)

“Parabacteroides goldsteinii BIOML-A7 (GCA_009678375.1)
‘| Cparabacteroides goldsteinii dnLKV18 (GCA_000403825.2)
5, Lparabacteroides goldsteinii 0.1X-D42-15 (GCA_003670235.1)




